Key indicators: single-crystal X-ray study; T = 123 K; mean (C-C) = 0.003 Å; R factor = 0.057; wR factor = 0.160; data-to-parameter ratio = 14.4.
Related literature
For synthesis, see: Wu & Zhou (2005) . For general background, see: Kawski et al. (2007) . For related structures, see: Reffner & McCrone (1959) ; Dattagupta & Saha (1973) ; Herbstein et al. (1984) ; Mahadevan et al. (1982) ; Habibi et al. (2007) .
Experimental
Crystal data C 9 H 11 NO M r = 149.19 Monoclinic, P2 1 =n a = 10.356 (6) Å b = 7.686 (4) Å c = 20.8434 (13) Å = 96.808 (13) V = 1647.4 (12) Å 3 Z = 8 Mo K radiation = 0.08 mm À1 T = 123 (2) K 0.27 Â 0.23 Â 0.20 mm
Data collection
Bruker SMART CCD area-detector diffractometer Absorption correction: multi-scan (SADABS; Bruker, 2002) T min = 0.979, T max = 0.981 9835 measured reflections 2869 independent reflections 1826 reflections with I > 2(I) R int = 0.058 Refinement R[F 2 > 2(F 2 )] = 0.057 wR(F 2 ) = 0.160 S = 1.01 2869 reflections 199 parameters H-atom parameters constrained Á max = 0.22 e Å À3 Á min = À0.31 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Cg1 is the centroid of the C11-C16 ring. Data collection: SMART (Bruker, 2002) ; cell refinement: SAINT (Bruker, 2002) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL. (Kawski et al., 2007) . Although the unit-cell parameters of DMABA have been reported (Reffner & McCrone, 1959) , to our knowledge there is no report on the crystal structure of DMABA. The crystal structures of DMABA hydrobromide (Dattagupta & Saha, 1973 ), a 1:1 complex in which DMABA acts as a guest molecule in channels (Herbstein et al., 1984) , a tin complex in which DMABA serves as a ligand coordinating through its O atom (Mahadevan et al., 1982) , and of a 1:1 cocrystal of DMABA and 6-phenyl-1,3,5-triazine-2,4-diamine (Habibi et al., 2007) have been reported. We report here the crystal structure of the title compound.
The title compound crystallizes with two independent but essentially identical molecules in the asymmetric unit ( Fig. 1) .
In both molecules, the aldehyde and dimethylamino groups are essentially coplanar with the attached benzene ring, similar to those observed in above crystal structures. The mean planes through the non-hydrogen atoms of two independent molecules form a dihedral angle of 76.42 (5)°. The two independent molecules are linked via a C-H···π interaction involving the C3-H3 group and C11-C16 benzene ring (Table 1 ).
In the crystal structure, C-H···O hydrogen bonds (Table 1 ) link one type of independent molecules into a chain along the a axis. In addition, the structure is stabilized by stacking interactions between the inversion related C11-C16 benzene rings [centroid-centroid distance is 3.697 (2) Å].
Experimental
The title compound was prepared according to the literature method (Wu & Zhou, 2005) . Crystals suitable for X-ray analysis were obtained by slow evaporation of a isoproanol solution at room temperature (m.p. 343-347 K).
Refinement
H atoms were positioned geometrically (C-H = 0.93-0.96 Å) and refined using a riding model, with U iso (H) = 1.2-1.5U eq (C). Fig. 1 . The asymmetric unit of the title compound. Displacement ellipsoids are drawn at the 30% probability level.
Figures

4-(Dimethylamino)benzaldehyde
Crystal data Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq O1 1.26881 (13) 0.5751 (2) 0.18550 (9) 0.1025 (6) supplementary materials sup-7 Fig. 1 
